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<120> New Members of TNF and TNFR Families 



<130> 1408-002 

<140> US 09/212,270 
<141> 1998-12-16 

<160> 16 

<170> FastSEQ for Windows Version 3.0 

<210> 1 
<211> 285 
<212> PRT 
<213> human 
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<210> 6 
<211> 1284 
<212> DNA 
<213> human 

<400> 6 

accggtccgg aattcccggg tcgacccacg cgtccgccca cgcgtccgag aagactttga 60 

aattcttaca aaaactgaaa gtgaaatgag gaagacagat tgagcaatcc aatcggaggg 120 

taaatgccag caaacctact gtacagtagg ggtagagatg cagaaaggca gaaaggagaa 180 

aattcaggat aactctcctg aggggtgagc caagccctgc catgtagtgc acgcaggaca 240 

tcaacaaaca cagataacag gaaatgatcc attccctgtg gtcacttatt ctaaaggccc 300 

caaccttcaa agttcaagta gtgatatgga tgactccaca gaaagggagc agtcacgcct 360 

tacttcttgc cttaagaaaa gagaagaaat gaaactgaag gagtgtgttt ccatcctccc 420 

acggaaggaa agcccctctg tccgatcctc caaagacgga aagctgctgg ctgcaacctt 480 

gctgctggca ctgctgtctt gctgcctcac ggtggtgtct ttctaccagg tggccgccct 540 

gcaaggggac ctggccagcc tccgggcaga gctgcagggc caccacgcgg agaagctgcc 600 

agcaggagca ggagccccca aggccggcct ggaggaagct ccagctgtca ccgcgggact 660 

gaaaatcttt gaaccaccag ctccaggaga aggcaactcc agtcagaaca gcagaaataa 720 

gcgtgccgtt cagggtccag aagaaacagt cactcaagac tgcttgcaac tgattgcaga 780 

cagtgaaaca ccaactatac aaaaaggatc ttacacattt gttccatggc ttctcagctt 840 

taaaagggga agtgccctag aagaaaaaga gaataaaata ttggtcaaag aaactggtta 900 

cttttttata tatggtcagg ttttatatac tgataagacc tacgccatgg gacatctaat 960 

tcagaggaag aaggtccatg tctttgggga tgaattgagt ctggtgactt tgtttcgatg 1020 

tattcaaaat atgcctgaaa cactacccaa taattcctgc tattcagctg gcattgcaaa 1080 

actggaagaa ggagatgaac tccaacttgc aataccaaga gaaaatgcac aaatatcact 1140 

ggatggagat gtcacatttt ttggtgcatt gaaactgctg tgacctactt acaccatgtc 1200 

tgtagctatt ttcctccctt tctctgtacc tctaagaaga aagaatctaa ctgaaaatac 1260 

aaaaaaaaaa aaaaaaaaaa aaaa 1284 

<210> 7 
<211> 459 * 
<212> DNA 
<213> human 



<400> 7 

ctggagcgct gccgctactg caacgtcctc tgcggggagc gtgaggagga ggcacgggct 60 

tgccacgcca cccacaaccg tgcctgccgc tgccgcaccg gcttcttcgc gcacgctggt 120 

ttctgcttgg agcacgcatc gtgtccacct ggtgccggcg tgattgcccc gggcaccccc 180 

agccagaaca cgcagtgcca gccgtgcccc ccaggcacct tctcagccag cagctccagc 240 

tcagagcagt gccagcccca ccgcaactgc acggccctgg gcctggccct caatgtgcca 300 

ggctcttcct cccatgacac cctgtgcacc agctgcactg gcttccccct cagcaccagg 360 

gtaccaggag ctgaggagtg tgagcgtgcc gtcatcgact ttgtggcttt ccaggacatc 420 

tccatcaaga ggctgcagcg gctgctgcag gccctcgag 459 



<210> 8 
<211> 893 
<212> DNA 
<213> human 

<400> 8 

tccggcgccg cggggcagga caaggggaag gaataaacac gtttggtgag agccatggca 60 

ctcaaggtcc tacctctaca caggacggtg ctcttcgctg ccattctctt cctactccac 120 

ctggcatgta aagtgagttg cgaaaccgga gattgcaggc agcaggaatt caaggatcga 180 

tctggaaact gtgtcctctg caaacagtgc ggacctggca tggagttgtc caaggaatgt 240 

ggcttcggct atggggagga tgcacagtgt gtgccctgca ggccgcaccg gttcaaggaa 300 

gactggggtt tccagaagtg taagccatgt gcggactgtg cgctggtgaa ccgctttcag 360 

agggccaact gctcacacac cagtgatgct gtctgcgggg actgcctgcc aggattttac 420 

cggaagacca aactggttgg ttttcaagac atggagtgtg tgccctgcgg agacccacct 480 

cctccctacg aaccacactg taccagcaag gtgaaccttg tgaagatctc ctccaccgtc 540 

tccagccctc gggacacggc ggtggctgcc gtcatctgca gtgctctggc cacggtgctg 600 

ctcgcctgct catcctgtgt gtcatctact gcaagaggca gttcatggag aagaaaccca 660 

gctgtaagct cccatccctc tgtctcactg tgaagtgagc ttgttagcat tgtcacccaa 720 

gagttctcaa gacacctggc tgagacctaa gacctttaga gcatcaacag ctacttagaa 780 

tacaagatgc aggaaaacga gcctettcag gaatctcagg gcctcctagg gatgctggca 840 

aggctgtgat gtctcaaggc taccaggaaa aaataaaagt tgtctatacc eta 893 

<210> 9 
<211> 623 
<212> DNA 
<213> human 

<400> 9 

gaggcaagat teggcacgag ggcgtttggc gcggaagtgc taccaagctg eggaaagegt 60 

gagtctggag cacagcactg gegagtagea ggaataaaca cgtttggtga gagecatgge 120 

actcaaggtc ctacctctac acaggaeggt gctcttcgct gccattctct tcctactcca 180 

cctggcatgt aaagtgagtt gegaaacegg agattgeagg cagcaggaat tcaaggatcg 240 

atctggaaac tgtgtcctct gcaaacagtg cggacctggc atggagttgt ccaaggaatg 300 

tggcttegge tatggggagg atgcacagtg tgtgccctgc aggccgcacc ggttcaagga 360 

agactggggt ttccagaagt gtaagccatg tgcggactgt gcgctggtga accgctttca 420 

gagggecaac tgctcacaca ccagtgatgc tgtctgcggg gactgcctgc caggatttta 480 

ccggaagacc aaactggttg gttttcaaga catggagtgt gtgccctgcg gagacccacc 540 

tcctccctac gaaccacact gtgagtgatg tgccaagtgg cagcagacct ttaaaaaaaa 600 

aagaaaaaaa aacaaacaaa aac 623 



<210> 10 
<211> 1260 
<212> DNA 
<213> human 



<400> 10 

cttcctagag ggactggaac ctaattctcc tgaggctgag ggagggtgga gggtctcaag 60 

geaaegctgg ccccacgacg gagtgecagg agcactaaca gtacccttag cttgctttcc 120 

tcctccctcc tttttatttt caagttcctt tttatttctc ettgegtaac aaccttcttc 180 

ccttctgcac cactgcccgt acccttaccc gccccgccac ctccttgcta ccccactctt 240 

gaaaccacag ctgttggcag ggtccccagc tcatgccagc ctcatctcct ttcttgetag 300 

cccccaaagg cctccaggca acatgggggg cccagtcaga gagccggcac tctcagttgc 360 

cctctggttg agttgggggg cagctctggg ggccgtggtt tgtgcatggt tcagctgacc 420 

caacaaacag agetgeagag cctcaggaga gaggtgagee ggctgcaggg gacaggaggc 480 

ccctcccaga atggggaagg gtatccctgg cagagtctcc eggagcagag ttccgatgcc 540 

ctggaagcct gggagaatgg ggagagatcc eggaaaagga gagcagtget cacccaaaaa 600 



« 



cagaagaagc agcactctgt cctgcacctg gttcccatta acgccacctc caaggatgac 660 

tccgatgtga cagaggtgat gtggcaacca gctcttaggc gtgggagagg cctacaggcc 720 

caaggatatg gtgtccgaat ccaggatgct ggagtttatc tgctgtatag ccaggtcctg 780 

tttcaagacg tgactttcac catgggtcag gtggtgtctc gagaaggcca aggaaggcag 840 

gagactctat tccgatgtat aagaagtatg ccctcccacc cggaccgggc ctacaacagc 900 

tgctatagcg caggtgtctt ccatttacac caaggggata ttctgagtgt cataattccc 960 

cgggcaaggg cgaaacttaa cctctctcca catggaacct tcctggggtt tgtgaaactg 1020 

tgattgtgtt ataaaaagtg gctcccagct tggaagacca gggtgggtac atactggaga 1080 

cagccaagag ctgagtatat aaaggagagg gaatgtgcag gaacagaggc atcttcctgg 1140 

gtttggctcc ccgttcctca cttttccctt ttcattccca ccccctagac tttgatttta 1200 

cggatatctt gcttctgttc cccatggagc tccgaattct tgcgtgtgtg tagatgaggg 1260 

<210> 11 
<211> 17 
<212> DNA 
<213> human 

<400> 11 

aggtccatgt ctttggg 17 

<210> 12 
<211> 18 
<212> DNA 
<213> human 

<400> 12 

ggggatgaat tgagtctg 18 

<210> 13 
<211> 18 
<212> DNA 
<213> human 

<400> 13 

gtgccctcga agaaaaag 18 

<210> 14 
<211> 17 
<212> DNA 
<213> human 

<400> 14 

gcaagttgga gttcatc 17 

<210> 15 
<211> 6 
<212> PRT 
<213> human 

<400> 15 
Glu Tyr Met Pro Thr Asp 
1 5 

<210> 16 
<211> 6 
<212> PRT 
<213> human 




<400> 16 
Glu Tyr Met Pro Thr Glu 
1 5 



